Non-volant small mammals, which include small-bodied representatives from several mammal orders, have been used as a model group to test the effects of habitat conversion and edge creation on biodiversity. Small mammals occupy a large variety of habitat types and vegetation strata, and have varied lifestyles and diets. They include species with slow-to fast-life history (the Etruscan shrew Suncus etruscus and European Hare Lepus europaeus, respectively) and with very specialized to very generalist habits and diets (the Atlantic bamboo rat Kannabateomys amblyonyx and house mouse Mus musculus, respectively). There are no databases with global coverage focusing on small mammal composition in natural and human-modified habitats and that include neglected natural habitats (e.g. grasslands and savannas). Here, peer-reviewed articles were searched in the primary literature to synthesize almost half century (1973e2017) of research on small mammal composition in natural forests, grasslands and their natural edges, and in five types of human-modified habitats (human-induced forest edges, human-induced grassland edges, crop fields, clear-cuts and tree plantations). The complete database includes information from 199 peer-reviewed articles. Presence data were obtained for 534 species (including 30 unidentified) in 551 sites distributed in 45 countries, 92 ecoregions, 10 biomes and
a b s t r a c t
Non-volant small mammals, which include small-bodied representatives from several mammal orders, have been used as a model group to test the effects of habitat conversion and edge creation on biodiversity. Small mammals occupy a large variety of habitat types and vegetation strata, and have varied lifestyles and diets. They include species with slow-to fast-life history (the Etruscan shrew Suncus etruscus and European Hare Lepus europaeus, respectively) and with very specialized to very generalist habits and diets (the Atlantic bamboo rat Kannabateomys amblyonyx and house mouse Mus musculus, respectively). There are no databases with global coverage focusing on small mammal composition in natural and human-modified habitats and that include neglected natural habitats (e.g. grasslands and savannas). Here, peer-reviewed articles were searched in the primary literature to synthesize almost half century (1973e2017) of research on small mammal composition in natural forests, grasslands and their natural edges, and in five types of human-modified habitats (human-induced forest edges, human-induced grassland edges, crop fields, clear-cuts and tree plantations). The complete database includes information from 199 peer-reviewed articles. Presence data were obtained for 534 species (including 30 unidentified) in 551 sites distributed in 45 countries, 92 ecoregions, 10 biomes and six realms. Measurements of sampling effort and number of species records (number of individuals, captures) per habitat were also obtained, from which researchers can calculate a measure of abundance standardized by the sampling effort. The database will be useful for researchers interested in local-to broad-scale patterns of alpha-and beta-diversity in natural and human-modified habitats.
© 2019 The Authors. Published by Elsevier Inc. This is an open access article under the CC BY license (http://creativecommons. org/licenses/by/4.0/).
Data
Peer-reviewed articles were searched in the primary literature to synthesize almost half century (1973e2017) of research on small mammal diversity in natural forests, grasslands and their natural edges, and in five types of human-modified habitats (anthropogenic forest edges, anthropogenic grassland edges, crop fields, clear-cuts and tree plantations) ( Table 1) . Forest and grassland fragments, continuous remnants and advanced secondary-regeneration were considered natural habitats, because composition and richness differences among these habitats are minimal [1] . Managed forests were considered natural habitats when the authors provided enough information about logging regimes to judge that they were only minimally disturbed [2, 3] . Grasslands and savannas with native vegetation were considered natural habitats even if they were grazed by domesticated animals [4] . A human-induced edge was considered the boundary between natural and humanSpecifications Value of the data New and geographically replicated database with focus on small mammal composition in natural and human-modified habitats;
The data include the incidence and number of records of non-volant small mammal species measured with varied sampling methods and efforts; Data clearly differentiate artificial pastures from natural grasslands and savannas; The dataset allows comparisons of diversity between natural and human-modified habitats because it includes habitatscale information on small mammal incidence, number of records and sampling procedures; Researchers interested in the analysis of specific regions, habitat types, sampling methods and taxonomic groups can easily extract information from the database. modified habitats. Species composition at edges was generally quantified with traps paralleling the sharp border between two habitats, mostly between forest and human-modified habitats [2, 3, 5] . Tree plantations considered here were those tree monocultures planted in grasslands and cleared forests. Finally, clear-cuts/young-secondary vegetation and crop fields were considered as two different types of open habitats (Table 1) .
Experimental design, materials and methods
Bibliographic searches were used to obtain data on small mammal assemblage composition in natural and human-modified habitats. Peer-reviewed articles were searched in SCOPUS and ISI Web of Knowledge, according to indexed title, abstract, keywords and topics, using two search strings: 1) mammal* AND edge* AND forest*, and 2) mammal* AND edge* AND grassland* OR crop* OR field* ( Table 2 ). The first set of key words returned few articles about native grasslands ( Table 2 ). To better represent grasslands and their edges, additional searches were conducted ( Table 2 ). In total, five of six bibliographic searches were considered because one of them returned no suitable article (Table 2) . A total of 199 of the 1054 reviewed articles were included in the database because they provided enough information about the trapping techniques and effort used to sample noncarnivore, non-strictly forest species (e.g. Primates, Dermoptera) with an averaged body mass 5kg in natural and human-modified habitats.
Most of data about site location, sampling details, species incidence and number of records were obtained from tables and text. Figures (except ordination diagrams) and axes values were interpreted to obtain sampling effort, species incidence and number of records when precise information was lacking in tables and text. Research articles in which the authors did not show information about the habitat occupied by at least one species were not included in our database; the not available ("NA") entry was used for species lacking habitat information. To minimize the amount of missing data, authors were contacted to obtain information omitted in the published articles (see Acknowledgements for the list of authors). If no detail was provided by emailing the authors the not available entry was maintained. Also to minimize the amount of missing data, in one case (Hutchison and Rodgers [6] ) data were took from a thesis because the published article was not found. In two cases (Lambert et al. [7] , Lomolino & Smith [8] ) data were obtained from other articles because these authors explicitly commented that the data were available in other publications. In two other cases [9, 10] data were extracted from the PREDICTS database [11] because data were better described in PREDICTS than in the original articles.
Most of research included in the database had the objective of evaluating small mammal habitat preferences between natural and human-modified habitats and comparing assemblage richness and composition between these habitats [2, 5] . Researches assessing the effect of habitat conversion and creation of edges on medium and large-sized mammals with information on the distribution of mammals weighing 5 kg [12] were included as well. Finally, researches assessing the effect of habitat conversion and creation of edges on prey availability [13] , predation of nests [14] , predation of saplings, fruits, seeds and invertebrates [15] , small mammal populations (when presenting information of coexisting species) [9] and on the risk of diseases due to the incidence of mammalian vectors [16] were also included in the database. The composition of non-volant small mammal assemblages in natural and human-modified habitats was generally assessed using trapping grids or transects in homogeneous habitats (e.g. one grid or transect in the forest interior, one in the grassland interior, and one in the human modified-habitat [2] ) or across habitats (e.g. grid or transect from forest interior until grassland interior [4, 5] ). The database can be found in Appendix S1 and the complete list of references can be found in Appendix S2. The main objective of the database was to provide information about the spatial distribution of non-volant small mammal species in natural and human-modified habitats. Thus, information about sampling effort, assemblage composition and species abundance obtained over many sampling occasions (e.g., over different seasons, years) was summed and summarized in a unique sampling occasion. By summarizing the temporal information, a species was considered present in a given habitat if it was recorded in at least one sampling occasion.
Defining the location of sites and habitats was not always trivial. Coordinates provided by the authors were generally imprecise (e.g., 51 5 0 N, 9 9 0 E) and in different unities (e.g., UTM, decimal degrees) ( Table 3 ). The location of the coordinates indicated by the authors were checked and transformed into decimal degrees with as many decimal places as possible. In cases where the authors did not show the specific location of sites and local habitats, coordinates were searched in Google Earth based on any locality name provided by the authors. Coordinates of the region or site were used when coordinates of local habitats were lacking.
The total number of records and the sampling effort used to register the species are essential descriptors of data, because they can be used by researchers interested in calculating a measurement of species abundance that explicitly considers sampling effort. To enable this calculation, the total sampling effort and its unit were obtained from most of the reviewed articles. The sampling effort was registered in the same unit (trap-nights, camera-days) as showed in the research article. However, the number of records was not always directly related to the sampling effort. In many cases, the authors presented per-habitat number of individuals or captures but showed the total sampling effort instead of per-habitat sampling effort. It was also common to find articles where authors showed values of total number of individuals, captures, and captures per-unit-effort (CPUE) without mentioning if these values were calculated using the total sampling effort or per-habitat sampling effort. In these cases, the total sampling effort was divided by the number of sampled habitats assuming that the same sampling effort was used in different habitats. We divided sampling effort by the number of habitats to obtain values of sampling effort at habitat scale. Sampling effort unit varied across articles due to the use of different sampling methods (e.g., trap-nights for live-traps, camera-days for camera traps, kilometers monitored for transects). As a consequence, the unit of the number of records was dependent on the sampling method used by the authors. The number of records per species was generally showed as the total number of individuals, number of photographs, averaged abundance (e.g., averaged at habitat scale, average abundance from occupancy models), site occupancy probability from occupancy models and as indexes such as captures per-unit-effort (CPUE), relative abundance, frequency of occurrence and number of individuals per hectare. To be included in the database with similar units, values of the number of records of a species in a given habitat was generally calculated by transforming captures per-uniteffort into the original scale (CPUE x total sampling effort/sampling effort unit [e.g., 100 trap-nights]) and by multiplying the number of individuals, frequency of occurrence and number of individuals per hectare by the sampling effort, number of sites and area (assuming that the number of records was similar across sites and areas). These calculations allowed to obtain a measure of total number of records per habitat in the same scale for all species. In some cases, the number of records was considered as not available because the authors showed the summed number of records per site instead of per habitat, which makes inaccessible information at habitat scale; this was the main reason for sending email to the authors. The unit of the number of records was defined based on whether individuals could be differentiated. When individuals could be differentiated, as in markrecapture studies, the entry of the number of records was "number_of_individuals"; otherwise, the entry was, for example, "number_of_captures" and "number_of_detections" (see Table 3 ).
The database has a global coverage, although more studies from the Neotropics, Nearctic and Palearctic (38%, 21% and 16%, respectively) were included in the database in comparison to Australasia, Afrotropics and Indo-Malay realms (12%, 11% and 1%, respectively) ( Fig. 1, Table 1 ). It is interesting to note the lack of studies in the Indo-Malay realm and in eastern Palearctic (Fig. 1) . The low number of studies in these regions probably occurs because the research is generally published in local journals with country-specific languages and is not indexed in platforms such as SCOPUS and ISI Web of Knowledge.
Researchers interested in the analysis of specific regions, habitat types, sampling techniques and taxonomic groups can easily extract information from the database. Here, the number of records and sampling effort were measured at local-habitat scale. Thus, researchers can filter species records according to a specific trapping method and habitat and then standardize the number of species records by the sampling effort, using indexes such as the captures per-unit-effort (number of records x total sampling effort/sampling effort unit [e.g., 100 trap-nights]). A brief analysis using the CPUE index with data obtained through live-traps and pitfalls showed that the most abundant species in natural forests were Rattus fuscipes, Potorous tridactylus, Myodes gapperi, Peromyscus leucopus and Rattus leucopus (2,263, 1,090, 1,066, 478 and 389 captures per 100 trap-nights, respectively), while in natural grasslands were Microtus pennsylvanicus, Sorex cinereus, Mastomys natalensis, Peromyscus leucopus and Mus minutoides (1,463, 1,162, 774, 337 and 300 captures per 100 trap-nights, respectively). Furthermore, researchers can use the data to compare the captures per-unit-effort of a particular species in different habitats, or compare the evenness of non-volant small mammal communities from different habitats (Fig. 2) . The database will be useful for researchers interested in disentangling the processes governing the local-to broad-scale patterns of alpha-and beta-diversity in non-volant small mammal communities from natural and human-modified habitats. 
